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10208(4. J7—ANFvL>ootyia> | 2A148 (1) 11:00 | 11:10 Bl | I7-ARFrL>TEy3arl FC1-7 |<I>Stenotrophomonas maltophilia</I>hNREEEE X SNIAERIRXO—B5I
10209|4. J7—AMFvL>oStyia>y 2A15H () 8:50 9:00 ERE=" 7=ANFrL>TySar FC5-1 | RERICESRNOIZPVLEZEMSSAIC LB LARRED 1AEAHI
10210|1. [EFE 28148 (1) 11:40 11:50 £1025  |EAI(EE)2 028-5 |<I>Neocucurbitaria unguis-hominis</I>(C &3 EIEEREO—BF
10211|1. CUEFREK 2A148 (1) 9:00 9:10 BIRE |EEDN 019-2 [MALDI-MSFOFA94/E >4 (Ck%<I>Pseudoxanthomonas winnipegensis</I>M:E5!
102122, RRH-FE AR5 | EHIRSZMS P-72  |BHIIRIEER AV EEERIRZ HRE(CEI T 2185
10213|1. [IEFRER 28138 (&) 16:10 16:20 ELEs ANERFLERRGYE - DN 04-2 FEITICHBIBIIBLURABE ENS DR AIBRE O FIEGF AR
10215(2. RRH-FE AZI—-215  [EEE P-35 | OMBEREERITULIE TERIICORN SIS E MRS AR A O—1F]
10216(2. RZRH-FE RRA-=15 | R P-41 | HIRICBH B 7EROTMBEER O BRI
10217|4. Jy—AMFvL>ootyia> 2H158 (B) 9:00 9:10 BRI | J7—AMFrLoStEy3a>s5 FC5-2 |<I>Bordetella hinzii</I>(C&2EIMAED 145
BRI (C i C T=T MR S
102194 Fr—2 R FrLoStysay 28158 (B) 9:10 9:20 #1108 P A NFrLY S EYSIY5 FC5-3 H?EF.KJ'E’/‘ %(C<I>Tsukamurella pulmonis </1>(C&3hT—7) VBRI EYE % KU I B8 E MRLHE
FafEs 0 1)
10220(2. RRH-FE AZRI—245  [LHIRE - FhAERE P-5 EPRAY BRI GBSRIMEFIE T RGBS OERIRZ L BRI DR
10223|1. CERE 28138 (&) 13:00 13:10 FE8RG  [AEFI(HIE)L 01-1 EWAVVBEROIERAS E <I>Pasteurella multocida</I>ffizs%RU SR L ED—H]
A— - - - _—
10224]4. Tr—ZNFrLYS YIS 28148 (1) 16:40 16:50 B11298 | Tr—ZNFrLYStySay3 FC3-7 c_obas omﬂr:éuuhty Channel Reagent KitZFL\zActive Surveillance Culture (ASC) ZHU—-=>
(CBIS 214 RESTAM
10229|1. EHE 28138 (&) 13:10 13:20 $E8R1E | AEFI(HEE)L 01-2 |BEERBHEXIECIHEEIRENSIBEENIZ<I>Actinomyces radicidentis</I>®0 14l
- . I35 L3 E%ERRmEUZ<I>Mycobacteroides abscessus</I> subsp. <I>abscessus</I>(C&2RE
. . pai=1 g
10231|1. CIEREX 2H158 (B) 9:40 9:50 EsE= HBSE2 035-5 SETEAERED LI
10232|1. CIEFREK 28138 (&) 15:00 15:10 E8xYE | EFIMMEERLE 03-1  |ERFIDOMICEAWERIIIN—ESE <I>Haemophilus influenzae</I>¥IEDERE
10233(1. ERE 2A15H (H) 14:30 14:40 Fo=%  (LOUEKE-FhXEKE2 037-5 | ABR-FBIEHEKETR+Y bRl ER
10234|1. CIEFEK 28138 (&) 16:20 16:30 $FoRig |MRIBEEL 08-2 |<I>Robinsoniella peoriensis</I>(C LB MMTREZED—HI
L BEBEAIBCG (IBCG) 1&54&ICRAELE <I>Mycobacterium bovis</I> BB RER(C LD R BNAR
R==) . . paNi=] A -
10236|1. CIEREX 2H158 (B) 9:50 10:00 EORG HBEE2 035-6 BRGSO — B
< [\ c I b I
10237]2. K25—m= Kay—ais @ p-77 g—;gﬂﬁjﬂr{/{c/\ff#? h—¢Ule <I>Enterobacter cloacae</I> complex®f&BIaTaE 4 (CRd




FITEIAARBAMEY PRS- PMES —REERIEE—E : UMINESESIE
ERES RPN Bi2 PR | #8TER R RENE REES WEER x5 0YJ . PIRECTRIRENET.

10238|1. [IEFX 2H13H (&) 14:50 15:00 10K (DI IRRATEE2 011-1 | XORRAFERMESAHMEBMECSI 3T (ALECEC L3I 0INVEZERBEOERAY

10239|1. iEFER 2A138 (&) | 15:10 | 15:20 F8RIS  |FERIMIMEERLE 03-2  |HRESYARELYEERVEEET RUBKE O/ VIR S UMHERREOFIEL M52 RIVT M~ L0
Gepotidacin activity against <I>Escherichia coli</I> and <I>Klebsiella pneumoniae</I>,

10240(1. CiERE 2A15H (H) 9:50 10:00 E102m | FERIRSEME2 039-4 |including ESBL- and carbapenemase-positive subsets causing urinary tract infections in
United States Medical Centers (2023)

10241|1. CiEFER 2A138 (&) | 15:00 | 15:10 FIRE |[EEFIREL 06-5 |/NERBRMBBRAEECHIZAKSERECTRENVERANE

10244|1. OEFR 28138 (&) | 15:10 | 15:20 EoRlp  |EILTFHREL 06-6  |ERFRIRIAESROBEEZFV16S rRNABIZ FRATOERFREIE A ORET | SERIOZSREIART

10245|1. CiEFER 28148 (&) | 16:10 | 16:20 E10Rls  |[RERE 030-3  |JMOAFFAIBHRERNEE (T T BPCRIELTUREHARBD LS SUREY—H—DIRET

10246|2. RRI-FEK RAF—-=35 | FERI(HHE) P-108 |EERANICRAELME AR <I>Bacillus subtilis</I>EMMAED 145

10248|1. iEFER 2A138 (&) | 13:20 | 13:30 E8RIE  |[AEFI(HAE)L 01-3  |#FAERCHIIZII051 NS BIXEIC KL 3 BAERGIED—HI

10249|4. J-ANFPLYSEYSay | 28148 (1) | 10:30 | 10:40 | HUIAH |J7-AFrloStysavt FC1-4 ziﬂﬁq:gﬁimlzm%om-1%4&%&7@ <I>Escherichia coli</I> OIRRFESSRABZHLE

10250|1. Omms 28138 (@) 16:30 | 16:40 sosts | mimtEE 08-3 EI;;;;CTEC <SUP>TM</SUP> Myco/F Lytic Culture Vials&D<I>Malassezia</I>@Z&RiHU

10252|1. [IEFX 2H148 (%) 16:10 16:20 ESE] EFEE20 BO4-2 |BERAECHIIB16S rRNAEIE T RITHETIC LD EER EDEFARER

10254|2. RAY—FxK RKRH-2I5 | HBEE P-42 | FvEUFTB-Neo R IHEHIOMET

10257|1. [EFEX 2H148 (%) 11:50 12:00 #1015 |[EFI(EER)2 028-6 | <I>Exophiala dermatitidis </I> ([C&DAHTEERED 1l& X HREIZER

10258|1. [iEFER 2A158 (H) | 10:00 | 10:10 FIRE  |FBAE2 035-7  |#MERIREURMEHIURBTC ST BINTMAE 2451 DERFRAVAR ST

10259|4. J7-ANFPLYSEYSay | 28158 (B) | 9:20 | 9:30 | HUAH |Ir-AMFrloStysas FC5-4 iff_%;éﬁ%i?g%:%ﬁmm@ﬁ'DWH%@EtL’RbAbiOtmphia detectiva</I>HHIES

10260|1. CiEFER 2A158 (H) | 13:50 | 14:00 $8RIE  |[EETFIRE2 034-1 | AICRRMZRFS AeromonasiBD4ETREIFEMNBPCRIZEDRIF

10262|1. CEmes 28158 (B) 14:00 | 14:10 mgaie  |BETRE? 034-2 i[l)irstll\;lllifeAu/sSf/Ff;19‘;;0';;/{!;}%&“E<I>Staphy|ococcus aureus</I>EERFIESNIAFIUMIE

10263|4. Jr—AMFrL>otyia> 2A15H (H) 11:00 11:10 FlIRE | T7-AFrL>TY3as7 FC7-1 |BRESMEMIEICRIELZ<I>Candida nivariensis</I>EMAED 1 5l

10264|1. EFR 2A158 (B) | 10:20 | 10:30 EI0RE  |EERE- 15 040-2 | Miller & JonesZ33BICE DX ERRIADZERNE RO LEBARET

10265|2. RRI-FE A2I—245 | AEGI(HEE) P-109 |non-01/non-0139 <I>Vibrio cholerae</I>(C&22MRBE R, FFiRE

10268|2. RRH—-F&K ARI-25  |NEZREEEA-ASTEE P-101 |EATECEAENTVSESIRZME/ (R OLEBARET

10275(1. VERE 2A13H (&) 16:10 | 16:20 %1183 |ESBL-AmpC-EAHERME1 016-5 |ESBLE4AABBEST131#kOSubcladelc&D<I>aac(3)-11d</I>hFTEY BplasmidldRid

10276|1. [IEFEX 2H15H (H) 14:40 14:50 ESsE=] L YEKE - fAERER 2 037-6  |ABEBIMMEL > HEREIREMEDTRATRHCZ IR TRERUTREE IS GAS R E D4

10277 (2. RRH-FE RRG—15  |JEGI(HHE) P-110 |16SrRNAB{LFRFMF(CEPEIEENIz<I>Schaalia hyovaginalis</I>REAED 14

10278|1. iERE 28148 (%) 16:40 16:50 FORIE  |EGI(VAIVR/ER-FER/ZOM) | 024-3  |ITNASUIRBEICEEMIELERHIZ<I>Corynebacterium jeikeium</I>(C&AEMAED—H
Gepotidacin activity against Escherichia coli and Klebsiella pneumoniae, including

10279|1. CIEFR 2A158H (A) 10:00 10:10 1025 [ EFIRZM2 039-5 |fluoroquinolone not susceptible subsets causing urinary tract infections in United States
Medical Centers (2023)

10280(2. RRH—-Fx RRA—R15  |[FEFHEE-Het- U—~(52X - Hbigisis P-92 HHEER(CHITBEHRD SO T HAYRERHEOD BRI ONT

10281 (1. IEFRE 2A14H (1) 17:10 17:20 F10R5  |[BFHE-HET- U5 - hiEE2 032-2 |#MFEHCHIFBYI051/ REEBRXE (MRBP) OFLHIM

10282]1. ERE 2A148 (1) | 16:20 | 16:30 soals  |EREE0E BO4-3 ;)ﬂﬁf;;;;;@n?g;/b% 7 BAECHIBAMPH-BOMERIARBIRNG, BRFARBINE, TARAVILENET

10283|2. RRH-FE RRI-2I5 | MRIER P-64  |FilmArrayiRIEE) (I OBREARHFEROEBEICDNT

10285|2. KRRH-FE RRI-215 | TROVEIERER P-11  |RINBOREEEE ZBNTz<I>Bordetella bronchiseptica</I>(C L3R E AR D14

10286|2. RRI—HFE RRI—245 | AEFI(HEE) P-111 |EEREEHNEE# THo<I>Nocardia</I> sp.(CLZHIRTEBIRED 1 41

10287|4. Jr—AMFvL>otyi3> 2H148 (%) 11:20 11:30 $LIIRE  |[Tr-ZAMFrL>2Ey33> 10 FCS2-2 |fEEZEOEENSIRESNIESBLE &R DIE(G T RN 3 TR F RN

10288|1. iEFER 2A138 (&) | 15:20 | 15:30 FIRE  |FRIRZIEL 07-1 |EFBZHRBEOERBRERCEY 3R

10289|2. RRH—-HEK RRI-R5  [RERE P-61  |MREKESIULSARSORPHRBEARLFY M A LS/ FryF-FREKE/ L SA%S | 0B RIEHE

10290(2. RRH-FE RRI—215  |FERIHEE) P-112  |<I> Mycobacterium fortuitum </I>(C&BEEE MR EEREDERREAED—B5I

10291 |1. CIEFEK 28138 (&) 14:20 14:30 Fl1xlE |BEEL 014-3 |MIRSFEBEBENSIEEENIZ<I>Aspergillus spinulosporus</I>DHHEZFHI4FE

10292|1. iEFER 2A138 (&) | 13:00 | 13:10 EoRIG  |EFI(EE)L 05-1 |MREERZIBUICNFEEIERA D 1AES]

10294|2. RRH-FEK RRI-R5  |ZOMOME P-47  |B&ENSE BIXE N DB ASTASES OIRES

10295|1. [IEFK 2A138 (&) 13:30 13:40 $E8RYE | AEBI(HEE)L 01-4 |BENHICLZAENEATHz<I>Lelliottia amnigena</I>(CLBEMAED 145

10296|1. [IEFX 2H148 (%) 17:20 17:30 FE10RY  |EFAE-HE YRI5 s 032-3 |LBR-SRETHRMIN\D IV MHEBREORS ) AR LR OIERE

10297 (2. RRH-FE A29—215 |ESBL-AmpC- AR EHE P-24  |IncHI2F3RZRIC&B <I>Enterobacter hormaechei</I>0Z A LADEIS

10298|2. KRRH-FE RAI-215  |ZOthOMHE P-48 |J75 ) L@EMTEFE <I>Chryseobacterium</I> BOEREEBHIEUFIRPCRT S/ Y —DRAF

10299[4. TP-ANFPLoTysay | 28148 () | 11:30 | 11:40 | BIUSH  |[Tp-2NFrloStysavi10i FCS2-3 ;}F;Ad”et"ba“er baumannii</1> ERARHEBES SR ITIAT7— S ORRL TP ~ TSRO

10300|1. CiEFR 28138 (&) 13:40 13:50 E8=YE  |MEMFI(HEE)L 01-5 |mi@hs<I>Corynebacterium parakroppenstedtii</I>%&HUz—HI

10301 (1. IERE 2A13H (&) 14:30 | 14:40 Fl1xls  |HEL 014-4 |BEOI S LREHSHETESN<I>Exophiala dermatitidis</I>D24)

10302|1. [IEFEX 2H148 (%) 15:30 15:40 ESsE=) L YEKE - FAEKE 1 023-1 |REEEMEMBREOEENREICEI I 2D T ORI RIRE




FITEIAARBAMEY PRS- PMES —REERIEE—E : UMINESESIE

ERES RPN Bi2 PR | #8TER R RENE REES WEER x5 0YJ . PIRECTRIRENET.
10303|1. EFXR 2A148 (1) 9:10 9:20 BORlE  |EEHN 019-3 |MRIBERICHIIPEEDITIREEDHO RATLIEEDTHH
10304 2. RRI-FE R25—245  |TROMEIEREE P-12  |<I>Pseudomonas aeruginosa</I>(C3 9 2EIELIERTOA MEFRAEEOH IR OMRET
10305|2. RRH-FEK RRI-R15  |RRAIIR - ICTIEE) P-95  |HEEEEAIKCLZIERERAMORTNSRARCH I PHE - (HENRORE
10306|2. RRI-FE A2I—2t5 | ERIMHEEREE P-58 | WILRZLMERSZE <I>Haemophilus influenzae</1>0 & HEDHEL
10308|1. EFE 28148 () | 15:00 | 15:10 E8Rlp  |BEREE202 BO3-3 |BMERIMIALSIV)BEMEEBOMEEETHT
10309(2. RRH-FE A-285 [ELTFRE P-79 STV S UMHEE F 2RI 3UT I I APCRIEDFHFE
10310|1. CIEFER 2A148 (1) 16:30 16:40 $F10215  |[RRERMR-ICTES) 031-1 |<I>Burkholderia pseudomallei</I>&HBHINSESNZBERIEBOEE
10311 (2. RRH-F&R RRI-285  |EFI(ER) P-133 | 2MBEBEME MR EE (CFELBIEME <I>Fusarium </I>BEED 165]
10312|1. ERE 28138 (&) 13:50 14:00 $E8RIE  |MEFI(HIE)L 01-6 |Metamycoplasma hominislc &2 FEETE AR D 145
10313|1. iEFEE 2A138 (&) | 15:30 | 15:40 FIRE  |FRIRZIEL 07-2  |EBZEOEtestz AL VEERIRSZ IR ICH I 3 E SO L BURET
10314|1. C/ERE 28138 (&) 13:10 13:20 FoRG  |[EFI(EER)L 05-2 |MESESLVBUSENS<I>Trichosporon austroamericanum</I>%#&H U141
10315|4. Jr—AMFrL>otyia> 2A14H (1) 11:40 11:50 Bl | T7-ARNFrLITEy3av10& FCS2-4 |[F42VLECEBEMESZF ARadian In-Line Carouselz AUz ESBLIEREHERD4AESTAT
10316|2. RRY-FK RRI—=15 | EEFIRE P-80  |6TERONILN\RRY—TEGFEARH T BUTILI1 LPCRIEDRIFE
103171, ERE 2A13H (&) 14:00 | 14:10 $Eoxlm  [EMI(HEE)2 02-1 |<I>Burkholderia cepacia </I> complexREEICEI4TOINEINUE 1 AEA]
10318|4. Jr—AMFvL>otyi3> 2H148 (%) 16:10 16:20 IR |[Tr—AMFvrL>Sty33a>3 FC3-4 |HBRICBIBMBIBTERBOIRIR
10319 (2. RRF-F&R RRI-2I5 | FIBEE P-36 |FIEMBHRE(C TEIRERHIRALEZO—HI
10320|2. RRY-FE RAF—-=35 | FERI(HHE) P-113 |SHEXRHBHBEESNZ<I> Pseudomonas citronellolis</I> O—15l
10321|2. KRRI-FE ARI—245 | AEFI(HEE) P-114 |M&tEEHNS<I>Eubacterium limosum</I>h3 BNz 2t R ERO—1F|
10322|2. RRH-FXK ARI-25  |ZOMOME P-49  |RERIENOTKUBISRA TKCSIZ/ IS S MHEBEREOR IR
10323|1. iEFEx 2A148 (%) | 14:50 | 15:00 10515 |2UsE(DS) 029-2 |ERERIRERXANICLBRPRIZIEE RV~ MEB RO LT S UL
10324|1. [EFEX 2H15H (H) 14:30 14:40 ESE] B TARE2 034-5 |EHKREMRECHIZSBREEOLE | LAMPE, ZIEEPCR. 4Plex real-time PCRIE, IEEE
10325(1. iERE 2A15H (H) 13:50 14:00 Eve=] ZOAhOHE 033-1 [X/051 RitEEBXZEE <I>B. holmesii</I>DHREZED 1 4
10326|1. iERE 28138 (&) 14:10 14:20 E8RIE  |AEMHI(HIE)2 02-2 |AEEEEKIERD<I>Lacticaseibacillus paracasei</I>(C&B R DAIIRA O—EFR!
10328|2. KRRI-FE RRI—245 | AEFI(HEE) P-115 |REOEEICERUCREXBR<I>Actinomyces</I> ED24I
10330|2. RRH-FXK ARI-25  |NEREEEA-ASTES P-97  |HBRICHITDASTEEICR IR AR MR L OBE
10331(1. IERE 2A13H (&) 15:50 | 16:00 E105  |HEEEL 012-1 |BIEPSLUMRIBEEN SR SN EERIEICE R Uz <I>Mycobacterium chelonae</I> O15EHI
10332|2. RRY-FE R2F-235  |FERI(ER) P-128 |<I>Cryptococcus neoformans</I>(C&d A TERZD 14
10333|1. [IEFE 2A13H (&) 13:50 14:00 %6102% |MRSA-JRUIKE1 09-6 MREES 27 ABACT/ALERTICHIFBSTAPHA D7 OB M
10334|1. EREX 2A148 (1) 16:30 16:40 $E8RIE |EFEE20:E BO4-4 R4 O AREAOIMRESECT<I>Aggregatibacter segnis</I>D&H ICEES U141
10335(1. iERE 2A13H (&) 14:20 | 14:30 $Eoxm  [EMI(HEE)2 02-3  |M&iEENS <I>Campylobacter fetus</I>HM&HENI3EEHI
10336|1. CI/ERE 28138 (&) 14:30 14:40 E8RIG  |[AEFI(HIE)2 02-4 |MRESEBMHEARIAT. <I>Neisseria meningitidis</I>¢DERIZEL ., ERERE(CEEEUIE—H
10337|1. iEFER 28148 (%) | 15:40 | 15:50 IR |LOYIRE- A EkE L 023-2 | £ELZRIRBEHIREMEIMATKERRZIED—HS
10338|2. RRY-FEK RAF—-=35 | FERI(HHE) P-123 |<I>Brevundimonas aurantiaca</I>(C&2REREEMESERERE X D—FI
10339(1. iERE 2A13H (&) 15:40 15:50 FEIRG TR EL 07-3 BD phoenix 2H4EICPO/(RIVNMIC-479DLEERARET
10341|1. CIEREK 28138 (&) 16:40 16:50 $FoRig |MRIBEEL 08-4  |Ef3%] (SVBM#HHI) BIE<i>Clostridium butyricum </i>BERMAED 9 4l
10342|1. iEFER 28148 (%) | 11:00 | 11:10 EORB  |ERIMIEHE ORRAT 021-1 | ARFRBTRESNCZEBEIINADF /O MERBEST 131053 FE 2R
10344|1. [/EFEX 2H148 (%) 16:00 16:10 10815 [URERE 030-2  |ULtATMT-7500(CL2B-FIVHBITEDIERESHT
10345|1. [IEFE 2A14H (1) 14:40 14:50 EIRG MRSA-J RUEKE2 022-1 [MPIPC-CFXR¥ERUR<I>mecA</I> B FREEET RIEKERACLZEMIED 145
10346)2. #29—m% K25—218 |ESBL-AmpC- BAMIESHIE P17 ;‘tI;KIebsieIIa oxytoca </I> complex®’' ) ARURIRBEEFE AR E LI MfEEE SRR 0
10348 (2. RRF-F&R RAF—245 |ESBL-AmpC- iaPliE EHE P-18  [<I>stx2f</I>{FEMERGFRERBELMEXBEOD FRZHE
10349|2. RRH-HEK RRI-15  [EBI(TEE) P-136 |ZIRTREU/NCIRASUMERIRE (VRE) 079N LAVBHIHRE
10350|1. CiEFER 2A138 (&) | 15:00 | 15:10 10 (WL RRATIEE2 011-2  |JARBS-GNRTURENIZRLBIAREET S AZ ROMEMT
10351|1. EFER 28148 () | 11:10 | 11:20 E8RIE  |[ESEE202 BO2-2 | ZRIGKPIRRAZ S2HECFE LIS BRI REIR S B R MAE L 2 I OBERRIB AL F AR
10352 (2. RRF-F&R RRI-2I5  |IEEIRE - 15t P-71  |UF-5000(C&3EMBPROIBEREC) S LR EM T AIMEEEOTR
10353|2. RRH-FEK ARI-R15 ([BBRIRE- 181 P-70  [t&fAENEEEReSwWabDMAYMRIFEEN (CRIS 2 EEIRET
103542 K2o—m% K2-2i8 |EpiEE) P-124 ;@I;El;;“obacterium nucleatum</I>¢&<I>Campylobacter rectus</I>hREBFHCHRE SN EEA R
10356|2. RRY-FEK RRF—-=35 | FERFI(HHE) P-116 |MMA&EEEHS<I>Escherichia albertii</I>%#&H Uiz 1EH5!




FITEIAARBAMEY PRS- PMES —REERIEE—E : UMINESESIE

ERES RPN Bi2 PR | #8TER R RENE REES WEER x5 0YJ . PIRECTRIRENET.
10358|1. [I@EFX 2H13H (&) 16:00 16:10 102G  |NEEEL 012-2  |WST-UEICLBHIELEIER CH 133U/ —EngE
10360|4. Jr—AMFrL>otyia> 2A14H (1) 11:50 12:00 Bl | T7-ARNFrLITEy3ar10& FCS2-5 [GeneXpert> 27 LA%FALWcMRSADE(Z FIRE
10362|1. Cim%Es 28138 (@) | 1520 | 15:30 | e  |[EEmmmEGmE 033 [ ooy (V) (cx@<I>Bordetella pertussis /> IHRREUXI
10363(4. Jr—ANFvL>oty3a> | 2A158 (H) 9:30 9:40 F1IRE | I7—-ARFrL>SY3ass FC5-5 |2MRAISIARABEDERHNS<I>Staphylococcus argenteus</I>%5BfUI—1]
10364|2. RRY-FK ARI-25  |ZOMOME P-51  |MRIBE(CHIB<I>Enterococcus lactis</I>DiRHSERE L ERPREIFFES
10365|4. Jr—AMFrL>otyia> 2A14H (1) 10:00 10:10 Bl | I7-ARFrL>TEy3arl FC1-1  |AFYIUDREME<I>mecA</I>BHEET RIIREICLZHT— TV TR RERO—F)
10366 (2. RRH—-FEK A2I-215 |RIEE P-65 | 1[EIZFH 2 ty MRECEDIRES
10367|1. iERE 2A13H (&) 14:40 | 14:50 $Eoxm  [EMI(HEE)2 02-5 |<I>Corynebacterium tuberculostearicum</I>(C&BPSFIEMFLAR A D—1FI
10368|1. [EFEK 28138 (&) 16:50 17:00 $FoRig |MRIBEL 08-5 JEEFFLICHES <I>Helicobacter pylori</I>EHIMAE
10369 (2. RRF-F&R RRI-235 | EZEEEEA-ASTEES P-98 |®ETJRUIKEBLUHY SHMTPBERIRTAY N RILBAOFHE
10370|4. J7—AMFvL>oStysa> 2A15H (A) 9:40 9:50 ERE=" 7=ANFrL>TySar FC5-6 |BmhstetianizmmiEas : B EEFE : 2057 @ Neisseria meningitidis flizén—45)
10371|1. CiEFER 28148 (%) | 11:20 | 11:30 BRI  |[BEEE202 BO2-3 |ZEY-RAIRICELBNV\REY-CEEBNIEE RO FRFHT
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